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Results: C. albicans (78%) was the most common Candida
species isolated from newly diagnosed AIDS patients with
oropharyngeal candidiasis, followed by C. glabrata (8%),
C. tropicalis (8%), C. krusei (2%), C. parapsilosis (2%), C.
guilliermondii (2%). All these isolates were susceptible to
amphotericin B, no C. albicans isolates were resistant to
ﬂuconazole, the overall resistance of non-albicans Candida
isolates to ﬂuconazole was 36.4%, of which 75% showed
cross-resistance to itraconazole. Species distribution and
antifungal susceptibility varied among countries.
Conclusions: C. albicans is the most frequent Can-
dida species isolated from HIV positive patients with
oropharyngeal candidiasis, non-albicans Candida species are
increasingly seen. This study shows a trend toward increase
in the resistance rate of Candida species to azoles. There
exist differences in species distribution and antifungal sus-




Fungal Myositis - Entomophthoromycosis Clinically Mim-
icking Connective Tissue Disorder - A Case Report
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Basidiobolus ranarum is a fungus of Entomophthoraceae
family and is associated usually with subcutaneous mycosis
with insidious onset of induration in the subcutaneous tissues
in the limbs and trunk. However, muscle and GIT involve-
ment is less common. This case report is of a 17-year-old
male with subcutaneous and gastrointestinal involvement
who presented with history of difﬁculty in walking, mas-
sive mucus diarrhea and weight loss. Examination revealed
severe pallor and induration initially noted in the scapular
region and gradually progressing to other sites. Labora-
tory investigations revealed anemia with raised ESR and
CRP and a clinical diagnosis of connective tissue disor-
der possibly systemic sclerosis was made following which
a muscle biopsy was done. Histopathological examination
of the latter showed fungi suggestive of Entomophthoromy-
cosis. Patient was subsequently treated with appropriate
antifungal therapy resulting in signiﬁcant symptomatic
improvement. As exempliﬁed by this case, the possibility of
a deep mycotic infection like entomopthoromycosis should
be borne in mind, when multisystem disease is encountered
in an immunocompetant patient, especially when Splender-
Hoeppli phenomenon is seen in tissue sections.
doi:10.1016/j.ijid.2008.05.772
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Background: With the introduction of newer azoles and
echinocandins safety and efﬁcacy of antimycotic therapy has
been improved. Morbidity and mortality of severe candida
infections remain substantial. In recent years candida non-
albicans species are often reported to be increasing and
are therefore a matter of concern. Up to more than 50%
of candida non albicans species have been reported within
recent candidemia trials. Inadequate and delayed antifun-
gal treatment for candidemia is associated with increased
hospital mortality, which has been reported in particular for
infections due to C. glabrata. While ﬂuconazole has been
shown to be inexpensive as well as safe and effective in
Candida albicans, Amphotericin B desoxycholate has sub-
stantial adverse events although being effective in most
patients with candidemia due to non-albicans species. Since
epidemiology in candida infection has been shown to be a
moving target, it is of particular interest to focus on recent
trends in the epidemiology of non-albicans and C. albi-
cans. Echinocandins, newer azoles and lipid preparations of
amphotericin B offer a broader coverage and may be justi-
ﬁed in candidemia prior species identiﬁcation according to
local epidemiology.
Methods: We analyzed recent developments in the
epidemiology of Candida spp in hemato-oncology and
non-oncology adults in a 585 bed teaching hospital
in Munich/Germany. 1800 Candida spp were identiﬁed
between 01/06—09/2007. Out of these 1800 species, 295
candida results species were detected from patients being
treated on a hematology and oncology ward. They and were
compared between C. albicans vs. C. non albicans.
Results: There was non seasonal inﬂuence for candida
infections with a median detection of 83 (range 67 to 114)
Candida spp/months. Within the observation period of 16
months the relationship between C. albicans and Candida
non albicans remained the same. Identiﬁed overall species in
the hospital (n = 1800) were (%): C. albicans (73.2); C. parap-
silosis (0.7); C. tropicalis (5.3); C. glabrata (12.2); C. krusei
(1.2) and other species (7.4). A total of 104 species were
detected from blood cultures with the following species
(%):C. albicans (60.6); C. parapsilosis (5.8); C. tropicalis
(10.6); C. glabrata (14.4); C. krusei (2.9) and other species
(5.7). Species (n = 295) identiﬁed in patients treated on the
hematology and oncology unit were as follows (%): C. albi-
cans (80.6); C. tropicalis (3.4); C. glabrata (9.8); C. krusei
(2.4) and other species (3.8). Comparing non hematology
units there was no predominance of Candida non albicans
species in those patients being treated for cancer on a hema-
tology and oncology ward.
Conclusion: Although predominance towards Candida non
albicans species has been described elsewhere, C. albicans
remained the major identiﬁed Candida species far ahead
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of C. glabrata, accounting for less then 15% of isolates
from blood cultures. However, if Candida spp are isolated
from blood cultures, C. parapsilosis and C. tropicalis were
detected up to ten fold more often in comparison to other
sources of isolation. This difference in local epidemiology
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Candidiasis and systemic candidiasis are on the rise in
recent years, especially in immunologically challenged per-
sons. Morphology switching in Candida albicans, the most
virulent human fungal pathogen, has been identiﬁed as
one important factor of virulence. Nevertheless, the exact
mechanism of this phenomenon has not been fully under-
stood. This has prompted intensive research into the genetic
aspects of Candida albicans pathogenicity, albeit the elu-
sive gene(s) causing morphology switching has not been
uncovered. In our study, an uncharacterized gene fragment
of interest was previously found via differential display
reverse transcription-PCR. A1—1 was identiﬁed as upreg-
ulated in the Candida albicans hyphal forms at 1, 3 and
6 hours after hyphal induction compared to the yeast form.
The differential expression of A1—1 in yeast-hyphae switch-
ing was then studied in further detail. Candida albicans
yeast forms were grown at 25 ◦C in Winge medium. Half of
this culture was incubated in hyphal-induction conditions
in RPMI-1640 added with penicillin-streptomycin and fetal
bovine serum at 37 ◦C with 5% CO2. RNA from the yeast
form and hyphal forms at 1, 3, 6, 12 and 24 hour time-points
were extracted. All RNA were reverse transcribed into cDNA.
A1—1 sequence-speciﬁc primers were designed, with beta-
actin as the housekeeping gene. The Pfafﬂ mathematical
method of relative quantitative real-time PCR using SYBR
Green was used to validate the differential expression. A1—1
was found to be upregulated in the hyphal forms of Candida
albicans. This gene fragment has presented itself as an inter-
esting target for ongoing further studies to elucidate the
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Background: Trichophyton rubrum is the most common
dermatophyte species and the most frequent cause of fungal
skin infections in humans worldwide. It’s a major concern
because feet and nail infections caused by this organism is
extremely difﬁcult to cure.
Methods: A total of 3942 patients referred to Mycology
Department of Pasteur Institute of Iran, were examined for
fungal infection during 20march 2006 to 20march 2007. Sam-
ples were gathered by scalping the suspected area, and
then were inspected by microscope and also were cultured.
Two different media (Sabouro-Dextrose-Agar with Choloram-
phenicol and Sabouro-Dextrose-Agar with Choloramphenicol
and Cyclohexamid) were used for all samples to specify the
name of fungus in positive ones and also to conﬁrm lack of
them in negative samples.
Results: The proportion of male and female in number of
people who were examined for fungal infections was equal.
% 5.63 of whole (222 people) suffered from Trichophyton
rubrum infection that %63.5 of them were men. People
between 41 to 50 years old were the most infected by this
fungus, followed by age groups of 31—40, 21—30, 51—60 and
10—20 years old respectively. There were just a few peo-
ple in 61—70 and 71—80 years old groups infected and only
one child under 10 years old was infected by Trichophyton
rubrum. Totally sole was the most involved organ followed
by groin, toe webs and sole together, toe nail, toe webs
singly and foot. However Trichophyton rubrum trended to
infect men’s groins slightly more than their soles.
Conclusion: There should be more care about hygienic
issues especially for people who are in their active age
and are unavoidably involved in social activities. It is rec-
ommended not to use common wears especially shoes and
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The genetic heterogeneity and antifungal susceptibility
patterns of Candida parapsilosis isolated from blood cultures
of our patients were examined in this study. Polymerase
chain reaction of yeast DNA with a single primer generated
four unique ﬁngerprints for the 45 blood isolates investi-
gated in this study. Based on the ﬁngerprints, the isolates
were identiﬁed as genotype P1 (32 isolates), P2 (10 iso-
lates), P3 (2 isolates) and P4 (1 isolate). Sequence analysis
